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Align a protein crystal 
with the X-ray beam.
Capture diffraction images
as the crystal is rotated.
Used for fragment-based drug discovery.
Completely automated at some beamlines.
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Modern Python library for 
experiment control.
Developed at NSLS-II, in 
collaboration with other facilities
including DLS.
Good separation of harware
interaction and data management.
Easy integration with other
scientific Python libraries.
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Application for unattended data collection, built with Bluesky.
Uses DODAL, a library to contain and organise all hardware at DLS.
Part of the new DLS Athena² platform to support Diamond-II.
Step-by-step replacement of routines in the legacy data acquisition software.
Modular design follows naturally from the way Bluesky works.
Well tested against beamline simulations.
Currently in transition from prototype to full version.
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A fragment screening experiment takes hundreds or thousands
of datasets.
Hyperion will support new kinds of experiments allowing
thousands of data collections per day. 
Initial prototype for centring has already increased throughput
from ~380 to ~500 samples per day. 
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